Key indicators: single-crystal X-ray study; T = 95 K; mean (C-C) = 0.002 Å; R factor = 0.043; wR factor = 0.113; data-to-parameter ratio = 13.9.
The title compound (systematic name: 4-{[(2E)-5-hydroxy-3,7-dimethylocta-2,6-dien-1-yl]oxy}-7H-furo [3,2-g] [1]benzopyran-7-one), C 21 H 22 O 5 , is a known furanocoumarin, which was isolated from the Chinese herbal product Radix seu Rhizoma Notopterygii. The crystal structure shows a weak O-HÁ Á ÁO hydrogen bond. Table 1 Hydrogen-bond geometry (Å , ). Funding provided by the Austrian Science Fund (FWF) within project S107 (Drugs from Nature Targeting Inflammation) is gratefully acknowledged.
Related literature
( Fig.1 ) has been previously reported for both species (Yang et al., 1994; Xiao et al. 1994) , which naturally occur in the region of South Central Asia, but the crystal structure has not been reported until now. In the process of structure elucidation, the title compound was primarily identified by Figures Fig. 1 . ORTEP plot (Johnson, 1965) showing the atomic numbering scheme. The probability ellipsoids are drawn at the 50% probability level. 
Crystal data Monochromator: graphite θ min = 2.5º The non-hydrogen atoms were refined with anisotropic displacement parameters without any constraints. The H atoms of the 7H-Furo[3,2-g][1]benzopyran-7-one ring system were put at the external bisector of the C-C-C angle at a C-H distance of 0.95 Å and a common isotropic displacement parameter was refined (AFIX 43 of SHELXL97). The H atoms of the CH 2 groups were refined with common isotropic displacement parameters for the H atoms of the same group and idealized geometry with approximately tetrahedral angles and C-H distances of 0.99 Å (AFIX 23 of SHELXL97). The H atoms bonded to a C atom of a C=C double bond were put at the external bisector of the C-C-C angle at a C-H distance of 0.95 Å but the individual isotropic displacement parameters are free to refine (AFIX 43 of SHELXL97). The H atom of the tertiary C-H group was refined with an individual isotropic displacement parameter and all X-C-H angles equal at a C-H distance of 1.00 Å (AFIX 13 of SHELXL97). The H atoms of the methyl groups were refined with common isotropic displacement parameters for the H atoms of the same group and idealized geometry with tetrahedral angles, enabling rotation around the X-C bond, and C-H distances of 0.98 Å (AFIX 137 of SHELXL97 
